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Sequences producing significant alignments ; 

gi 1 20520075 1 obi &E01119Q . 1 1 Bacillus antnracis str. A2012 pi,, 
m ) i *<\xi *qa i g^fej ^7, 3937 , HB5H413g37 Bacillus antnracis par. . 
ql 1 16031492 1 e_Tfci £^7413936 , 1 1 BAH413936 Bacillus antnracis par., 
jl i 9280532 » qbi AF2S8 367 . 1 I AF26S967 Bacillus antnracis plssmi.. 
01 1 4894216 1 obi AF0654O4 . 1 1 Bacillus antnracis virulence pies.. 



qj 1 10880952 1 Obi AF306783 . 1 1 
ori 1 10880950 1 ob I AF30 6782 . 1 I 
qj 1 10880948 1 obi AT306781 , 1 1 
qi ! 10850946 1 ab I AE306780 . 1 1 
qj I 10880944 I qb I AF306779 „ 1 I 
ori 1 10880942 1 qbl AF3Q6778 1 1 1 



Bacillus antnracis isolate BA102.. 
Bacillus antnracis plasmid pXOl . . 
Bacilius antnracis isolate 33 pr. . 
Bacillus antnracis Isolate BA1Q3.. 
Bacillus antnracis Isolate 28 pr . . 
Bacillus antnracis plasmld pXQl . . 
qj 1 143280 1 ab I M22SS3 .1 1 BACTAG Bacillus antnracis cryptic pro,. 



Homo sapiens chromosome 3 clone . . 
Homo sapiens BSC clone RP11-261H. . 
Bos taurus clone rp42-S13g!3 r co. . 

Kedlcago truncatula clone mtn2- . . 
Hue musculua chromosome 10 clone . . 
House DHA sequence from clone . . 
gi 1 11414543 1 embl AL355352 . 16 1 Buxan SHA sequence Z rex dene . . 



qj 1 18308294 1 Ob I AC104301 . 2 I 
qj 1 19033969 1 Obf ACQ69286 ■ 7 I 

arti saa&asM i as i aeiozfiia » § i 

qj 1 | ofct A?137?3fl . II f 

qj 1 1 qb| ££13334? , 4 1 
qj f 22553S09 1 emb|ai^7I,357 1 1$ \ 



gj 1 I dbj !ftP0Q1713 ■ 1 ! 
qi 1 *g27Q77 1 dbj (ApQQpyyg t % \ 
qj. \ 4?3563S \ oT>1 ^.gOgO^ . % \ 
gj 1 3133344 Eflgj IftgOPPim 1 1 1 

ql I 473PS36 1<0^1 t &gp0<tt02 , 1 1 
ST* 1 3?47439 f frfrl aS9Q3ft3g . U 



Homo sapiens genomic QUA, chrcmo. . 
Kcmo sapiens general c DNA, chrome. . 
Homo sapiens genomic SKA, chroxo. . 
nemo sapiens genomic EHA # chrome. . 
Homo sapiens genomic DHA of 21q2 . . 
nemo sapiens BAC clone CTA-241I2 . . 
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Figure 5 
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Figures 8A-D 
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Figures 12A-F 
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Figure 14 
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Figures 15A-F 
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Figures 16A-C 
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Figures 17A-C 



